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Anexo 1.
Descricao das tabelas

As figuras 41 e 42 apresentam a descricao das tabelas obtidas a partir do
mapeamento do esquema entidade-relacionamento descrito na se¢ao 3.1 para o
modelo relacional. A tabela InputValue_Artifact foi derivada do relacionamento ‘is
related to’. A implementacdo do esquema conceitual fez-se necesséria para
demonstrar com exemplos praticos a contribuicdo da modelagem proposta.

Workflow (workflowld, workflowVersion, workflowDef, workflowName, workflowDefHash, user)

Activity (activityld, activityVersion, activityDescription,
activityCode, actiwvityHash, programlId)
programld refers to ExtermnalResource

Parameter (parameterMName, parameterRole, actiwvityld, activicyVersion)
{activitcyId, activityVersion) refers to Actiwvity

BioInput (bioData, bioModel, bioFormat, parameterName)
parameterName refers to Parameter

PrimitiveParameter (type, defaultValue, paramsterName)
parameterlame refers to Parameter

ExternalResource (programld, programiName, programProvider, programVersion, programlype)

Scep(=cteplId, workflowld, workflowVersion, actiwvityId, activityVersion)
{activityId, activityVersion) refers to Activity
(workflowId, workflowVersion) refers to Workflow

Portlink (portlLinkId, from stepld, from workflowlId, from workflowVer=zion,
to_stepld, to_workflowld, to_workflowVersion, from activicyId,
from activityVersion, from parameterName, to_actiwvityld,
to_activityVersion, to parameterHame)

(from stepld, from workflowld, from workflowVerszion) refers to Step

(to_stepld, to_workflowld, to_workflowWVersion) refers to Step

(from activityld, from activityVersion, from parameterName} refers to Parameter

(to_activityld, to activityVersion, to parameterMName) refers to Parameter

InputWValue (parameterValueld, parameterValue, parameterName, activicyId,
actiwvityVersion, stepld, workflowld, workflowVersion)
[parameterName, activityld, activityVersion) refers to Parameter
{stepld, workflowlId, workflowWVersion) refers to Step

CPMArtifact (OPMartifactId, artifactValue, artifactShortValue, artifactMDS,

artifactPath, opmProcessId, role)
opmProcessId refers to Process

Figura 41 — Descricao das tabelas — parte 1
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CPHProcess (OPMProcessId, started, finished, stepld, workflowId, workflowVersion,
OPMGraphlId)
{stepld, workflowId, workflowVersion) refers to Step
OPMGraphld refer=s to COPMGraph

OPMGraph (COPMGraphld, workflowId)
workflowId refers to Workflow

CPHUsed (CPMProcessId, COPMArtifactId, CPMRole)
CPMProcessId refers to OPMProcess
CPMArtifactId refers to OPMArtifact

OPMWas=sGeneratedBy (OFMProcessId, CPMArtifactId, CPMRole)
CPMProcessId refers to CPMProcess
CPMArtifactId referzs to CPMArtifact

CPHMWasDerivedFrom (effectCPMArtifactId, causeCPMArtifactId, CPMRole)
effectOPMArtifactId refers to OPMRrtifact
causeCPMArtifactId refers to CPMArtifact

OPMWa=sTriggeredBy (effectOPMProcessId, causelCPMProcessId)
effectOPMProcessId refers to CPMProcess

causelPMProcessId refers to CFMProcess

Annotation (annotationId, property, value, COPMProcessId)
CPMProcessId refers to CPMProcess

InputValue Artifact (parameterValueld, OFMartifactId)

Figura 42 — Descri¢do das tabelas — parte 2
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Anexo 2.
Exemplos de arquivos de especificacao

Na secao 4.3 foram omitidos os arquivos descritores de workflows e
atividades nas instancias apresentadas para facilitar a exibicao das instancias. A
seguir apresentamos na Figura 43 o arquivo de definicio do workflow de
Geracdo de Arvore Filogenética, e na Figura 44 o arquivo de definicdo da
atividade Clustalw, ambos gerados pelo BioSide. Os arquivos foram reduzidos

para facilitar a visualizacao de sua estrutura.

<?xml version="1.0" encoding="UTF-8"7>

<!'DOCTYPE scenario PUBLIC "-//ENSTBr//DTD Bioside Scenario 2.0//EN">

<scenario>
<id>ACES0CES89F1073236C0200007870000000074001, . .2416C69436CT573745F526566696E655F4E4A</id>
<name>AliClust_Refine NJ</name>
<user>bioside</user>

<inputss>
<input type="file™ x="25" y="250" name="" id="0">
1 <infile>f0-1</infile>
11 </input>
12 </inputs>
13 <programs>

<program idref="bob__ muscle  3.7" x="250" y="300" info="bob muscle 3.7" id="muscle_alignment-1">
15 <parameter idref="guidetree">
16 <data />
17 </parameter>
1 <parameter idref="alignmentl™>
L5 <data>Clustalw-1.A fasta outfile</data>
20 </parameter>

22 </program>
3 <program idref="phylip segboot  3.65" x="500" y="75" info="phylip segboot 3.65" id="segboot-1">
24 <parameter idref="infile":>
25 <datarmuscle alignment-1.phyiout</data>
2 </parameter>

28 </program>

</programs>
</scenario>

Figura 43 — Arquivo descritor do workflow de Geragéo de Arvore Filogenética
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<?xml version="1.0" encoding="iso-8859-1"7>
<!DOCTYPE program description PUBLIC "-//Telecom Bretagne/DID XML Praxis Program Description 3.0//EN">

<program description export date="2010-01-12 15:54:56" modification date="2008-11-10 10:12:04.0">
<program provider="ght"™ name="clustalw"™ version="2.0.11" />
& <from desc id="S&0" status="test" />
7 <description>Clustalw? by Gibson Higgins Thompson</description>
<parameters>
<parameter id="clustalw2"™ type="command™ ismandatory="1">
<namerclustalw2</name>
<description>Clustalw2 by Gibson Higgins Thompson</description>
</parameter>
<parameter id="35A infile" ishidden="0" type="input">
<name>sequences (GCG/MSF, EMBL, clustalw format, NBRF-PIR, fasta)</name>

</parameter>
<parameter id="A fasta outfile" ishidden="0" type="output”>
<nameralignment (fasta)}</name>

</parameter>
<parameter id="IHM operation" ishidden="0" type="enum">
<name>operation type</name>
<vlist>»
<item id="T1">

<description>multiple sequences alignment</description>
<code />

</item>

<item id="T4">
<description>phylogenetic tree</description>
<code>43ndin</code>

</item>

(SR
1

</parameter>
</paramecers>

</program description>

Figura 44 — Arquivo descritor da atividade Clustalw
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